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Introduction

ProteoCompanion version 1.0.0 software enables performing many statistical operations on text-based
files of Proteomics Data via combining multiple columns of tab delimited text files based on unique
identifier in the second index of file. It helps in the protein Quantification pipeline. The software was
developed using R-3.6.1. ProteoCompanion is designed to be run on tab-delimited text files. The output is
an Excel sheet containing the specified columns after performing operations on them.



Description

ProteoCompanion version 1.0.0 software enables performing many statistical operations on text-based
files of Proteomics Data. It helps in the protein Quantification pipeline. The software was developed
using R-3.6.1. ProteoCompanion is designed to be run on tab-delimited text files. The output is an Excel
sheet containing the specified columns after performing operations on them.

The software workflow passes through;

1. Selection of parent directory that contains smaller subdirectories each having their own
text-based sample files ready to be analyzed. Note that the input files should contain a
directory that has subdirectories containing at least two or more text-based files with the
same column length and having the same column names.

2. Selection of operations to be performed on the files so that ;

a. Average; it computes average value for the specified columns among protein
samples in each subcategory.

b. Average with ceiling; it enables calculating the average for all values within the
chosen columns while rounding it to the highest value.

c. Concatenate: It is being used for merging columns based on the second index.

d. Not Applicable: It enables inclusion of columns as it is, without any changing in
the properties.

e. Not included: It executes the columns that are not needed for the current analysis.

3. All the previously mentioned operations are presented for each column, identified by its
header (i.e. column name). Like; Molecular weight, Go Accession, Gene name, possible
coverage, spectrum counting ... etc).

4. The resulted output is being stored in an excel sheet for every subcategory.



Software Requirements

OPERATING SYSTEM

This software is compatible with Microsoft Windows XP with SP3, Windows XP Professional
with SP2 64-bit system, Windows 7 SP1 64-bit system and Microsoft windows server 2008
standard.

R programming language

In case R is not installed, R and RStudio can be downloaded from the following link;
https://www.rstudio.com/products/rstudio/download

for downloading R either use your shell script via pip or pip3 or visit the website of the R-project
https://www.r-project.org/.




How to Download & Install ProteoCompanion:

[1l.  Pre-installation steps;
1. Download ProteoCompanion software, it can be downloaded from ;

https://beta.57357.org/wp-content/themes/57357/programs/ProteoCompanion.rar\
2. Incase R Software is not added to the path, it needs to be initially added. This can be
achieved by adding Rscript to Environment variables through following the upcoming

steps.
i. From my computer, right click and choose properties.

ii. Choose “Advanced System Settings”

L e e —— ———— L= [ |
%v % » Control Panel b Systern and Security # Systern ~ [ *#2 | [ Search Control Panet b
Control Panel H . L . ® -
| O AN View basic information about your computer
| ® Device Manager Windows edition
%) Remote settings Windows 7 Ultimate
"] i Copyright © 2009 Microsoft Corporation. All rights reserved.
Advanced system settings Service Pack 1
System 0
Rating: a Windews Experience Index
Processor: Intel(R) Core(TM) i7-2670QM CPU @ 2.20GHz 2.20 GHz
Installed memory (RAM): .00 GB
System type: 64-bit Operating System
Pen and Touch: Mo Pen or Touch Input is available for this Display
Computer name, domain, and workgroup settings
See also
Computer name: EZZ-PC @Change settings
Action Center
Full computer name: EZZ-PC L

Windows Update

Computer description:

Performance Information and
Teols Workgroup: WORKGROUP

iii. Choose “Environment Settings”
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You must be logged on as an Administrator to make most of these changes.

Performance
Visual effects. processor scheduling, memony usage, and virtual memany

User Profiles
Desktop settings related to your logon

Startup and Recovery
System startup, system failure, and debugging information
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[ Environment Variables. .. ] i
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a. Get the path of R script located within the local folder and copy it.



I v Computer » Local Disk (C:) » ProgramFiles » R » R-361 » bin » x64

T —
Organize + Open Burn New folder
Yt Favorites Mame - Date modified Type Size
- N
B Desktop [ open R Rscript Properties u
& Downloads %] R.dll
i‘_:_l Recent Places RR General | [ ibili I Security I Details I Previous Versions |
%) Rblas.dll -
s Libraries ‘R Remd @ Rscript
[ Documents (R Rfe
‘Js Music |4 Rgraphapp.dil Type of fle:  Application {exe)
[ Pictures ‘R Rgui Description: R for Windows front-end
B videos %] Riconv.dll
%) Rlapack.dll Location I C:\Program FiIes\R\R—B.G.1\bin\x64|
«& Homegroup ‘R Rscript Size: 91.0 KB (93,184 bytes)
R RietReg Size ondisk:  92.0 KB (34,208 bytes)
1M Computer IR Rterm

&, Local Disk (C:)
== DRV2_VOL2 (D)
= DRV2_VOL3 (E)
lﬂﬁ CD Drive (I)

e‘j Metwork

Created: T+l ipmdar 1o, p 1o 18V
Modfied:  T+1% 1as 8, o -3 T0e
Accessed:  Te19 i meSed 1o, p 1AV

AMtributes: [7]Read-only [ Hidden Advanced...

b. In the second frame, select ‘Path’ then press “edit”

Envircnment Variables

=

User variables for EZZ

PATH
TEMP
™P

Variable

Value

C:\Users\EZZ \AppDataLocal\Programs),. ..
%l JSERPROFILE%:\AppDataLocal Temp
%l JSERPROFILE%:\AppDataLocal Temp

New.. || Edt. || Deete

System variables

Variable

NUMBER_OF _P...
o5

Value i
8 I
Windows_NT

C:\Windows\system32; C:\Windows; C: ...
.COM; EXE; . BAT:.CMD; .VBS;.VBE;.15:.... ™

] l Delete ]

[ ok || cancel |
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C. Add semicolon “; ” followed by the copied path. After which path will be added &

installation is finished.

N

| Computer Name I Hardware| Advanced |5}ﬂsta11 Protection I Hfmnte|

“fou must be logged on as an Administrator to make most of these changes.

o
Environment Variables | 2L |

P

Edit System Variable

Variable name:

Variable value:

System variables

Variable Value ar
MUMBER_OF_P... 8 [
05 Windows_NT

Path C:\Windows\system32;C: \Windows;C: . ..
PATHEXT .COM;.EXE; .BAT; CMD;.VBS;.VBE;. 15;.... ™

[ Mew... H Edit... H Delete ]
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2. Extract the file named ProteoCompanion.
3. Run the software from ProteoCompanion icon, it shall run smoothly now.



Graphical User interface steps:
1. The following screen will pop up:
a. Choose “browse Samples Directory”. The user shall enter the parent directory path that
has subdirectories containing reports files. they should be at least two or more text-based
files with the same column length and having the same column names.

{4 ProteoCompanion Elﬂlg

‘ Spedfy settings

J; Gl ol AL Al .5 AL Egym S Egypt
"\Q pan - Jlakill i CancerNetwork 7.7 Cancor Network
e Children's Cancer Hospital PR Canada

£7357  Foundation - Egypt
= Powered by CCHE 57357. Proteomics and Metabolomics Unit

b. After defining the directory path, “press specify settings”

(o |

{4 ProtecCompanion
o4 P L e e—

|D: \Bicinformatics\Proteomics'R scripts\Durnmy Repu:urts'n,r| I Browse samples directory I

J; obyn nidian duwmds 3 f S
pao- Jlabll T T
m Children's Cancer Hospital =7 Canada

E7357 Fourndation - Egypt
2 Powered by CCHE 57357, Proteomics and Metabolomics Unit




f.
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The user will be opted to choose the operation that is needed to be performed upon each
column. The column header is present at the top left .

i - 1
(4 ProteoCompanion E@g
i

| Descroten

@ Average

1 Average With Ceiling

) Concatenate

(7 Motapplicable

) Motinduded

List of operations are being listed beneath each column [average, average with ceiling,
concatenate, not applicable, not included] as previously explained in details in the
Description part.

[ ProtecCompanion E@u
n

1 Concatenate

) Motapplicable

() Motinduded

After specifying the operations for the needed headers, a message of “Done” is being
shown at the end.
A file in excel format is being produced for every subdirectory folder.
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Example Datasets:

I.  An example of input files for the software in a folder named “Reports” , containing subfolders A
and B each of which contain text-based files for protein identification data.
Il. It can be downloaded from here;

https://drive.google.com/drive/folders/1eCsLwWQEnBuwIlKktssdjeSu3P3saBc-pt?usp=sharing
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